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Expression identification and functional analysis of circFLNB

in bone marrow-derived cells
Chen Xi,Zhao Xiaoqing,Zhang Ke
(Teaching and Research Section of Developmental Cell Biology,College of Life Sciences ,
China Medical University)

[ Abstract)Objective : To identify the expression of RNA hsa_circ_0066336(circFLNB) in bone marrow—derived cells,and to ana—
lyze its potential function. Methods : Bone marrow—derived cells THP—-1 and Jurket were selected as model cells. Divergent primers
were designed,and differences of circRNA expression in two model cells were analyzed. T—A cloning was used to construct plasmids
for comparing. Then Arraystar software was used to predict the target miRNA of hsa_circ_0066336. The target miRNA was extracted
and reverse transcribed from THP—1,and then was detected by Real-time PCR. Results : (DCircFLNB was successfully amplified in
THP-1 and Jurket cells, and statistical analysis showed that their expression was not significantly different in two model cells(P=
0.105). @The plasmid containing hsa_circ_0066336 was cloned,and a back—splice junction was found after comparing two sequences.
(@ Five target miRNAs of hsa_circ_0066336 were predicted by Arraystar software and corresponding expressions were detected.
Conclusion . CircFLNB is a circular RNA expressed in bone marrow derived cells and it is suggested that circFLNB may involve in
the development of various diseases by comprehending its downstream miRNA function.
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ARMERT I B He e 2, T LUR 22505 [ 10735 11 19) miRNA
WSS A PCR 514, WINBN B 514 U6 138 5E 5
FIFI PCR 519 (3R 1), Rt B ZE A G 55 1) 5
miRNAZEZE 4, T )5 64T Real—time PCR, 22345 My 4T TT
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LR 21 741
hsa_circ_0066336 sense 5’_GGCAGCTGCAGTGCTGAGTA 3’
anti-sense 5’_ GGATCGCCACCGTAAGTCA _3’°
hsa—miR—-433-5p W51 5’_GTCGTATCCAGTGCAGGGTCCGAGGTATTCGCACTGGATACGACGAATAAT 3
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anti-sense 5’_CGCAGGGTCCGAGGTATTC_3’
hsa-miR-769-3p LGk 5’_GTCGTATCCAGTGCAGGGTCCGAGGTATTCGCACTGGATACGACAACCAAG_3’
sense 5’_CGGGCCTGGGATCTCCG 3’
anti-sense 5’_CGCAGGGTCCGAGGTATTC_ 3’
hsa-miR-370-5p LT W 5’_GTCGTATCCAGTGCAGGGTCCGAGGTATTCGCACTGGATACGACGTAACTG. 3
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anti—sense 5’ _CGCAGGGTCCGAGGTATTC_3’
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anti-sense 5’_CGCAGGGTCCGAGGTATTC_ 3’
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anti-sense 5’_CGCAGGGTCCGAGGTATTC_3’
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sense 5’_ GCTTCGGCAGCACATATACTAAAAT _3°
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black—splice junction
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3' - cUUAUUACUGUCCGAGUGGCAU-5" miRNA anil] TCACCCzT"IIu. - . X @
765432 mer-m
Seed
1290 7mer-m8 1308

5'-gcccAATGTC---TTCACCGTg-3" UTR
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Yy, BB Wir 2850 . BN, S0 i A A i
(peripheral blood mononuclear cell, PBMC)H1# hsa_
circ_0001275 A2 Wr4a 28 )5 B BB ANE, FIE# A
Xt EE , HEEHIARAE (major depressive disorder, MDD)
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Al 77 283697 8 Jil e , ek i W]l sk A, X 3R]
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T BAEANE AN X hsa_cireRNA_0066336 17
YE , ABFFEEEICT AP i REAE AR A At A A
PR 4H LY THP-1 40 5 F Jurket 20 57 A5
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hsa_circ_0066336 MARZEH Y H SRFFAE . B5 35 P1 47
B 22 hsa_cire_0066336 F4 A BR 4544 B A
AU MR B A O RE T, AT AR R AE A= Pbic
Py FEARHAE

JL4E —LE cireRNA IFATEE S %8 B2
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Y5 B 2F )TV hsa_cire_0066336 HY4L[E] miRNA
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miR-433-5p £ M4 28 e JoRg i 41 2 b (19 3R55
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JET PR 2 AR v 2 A B Y miR-370-5p B
TEBA AT ABOS BT 8 A A0 p21 B ek, I
IV 50 R 200 6] 400 P 2 R R G, 0 ) miR—
638 1Y T I REAS fE ik N LIRS 40 i (MDA-MB-231
MCF-7) (351 GER8 AR 22, R W] miR-638 J&FLAR
FE IR EE I 2 5 3L 0 1Y & R DB AR S 3L
PR A LS AR bRk e SR E 200 IR /N
HEfiliJeE (non—small cell lung carcinoma, NSCLC) H 3%
ARSI IS A9 LT miR-638 7K, 234 HLlfs e 34
TE5S7 G miR-638 IR OC R , 25 LRI
miR-638 7KF-5 NSCLC B WAL X, Bl 2
NSCLC T VR ZE A0 S HE AR, 38 0 o] 3 L4
] miRNA Y ZIRES AT, #HEM cireFLNB AJfE4s 2 5
BRI R R

25 FPTIR , circFLNB S22 IA 7 1M 40 A i) —4>
FRAR RNA S % H R ] miRNA B PIRE3HT
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1E BT AW VTR R Sen s v, it —
VT circFLNB J& 75 2 X 28 miRNA 1EH ¢
S A, O B2 4 AR & AR R i
Z5EH,
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