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Evaluation of individualized chemotherapy for advanced non-small cell lung

cancer guided by ERCC1,RRM1 and TUBB3

KE Hong,CUI Jie , WANG Xiaosong,NIE Chenggang, WANG Xuemeti,LUO Bei,TU Rui
(Department of Oncology , Gezhouba Central Hospital ,the Third Clinical Medical College ,

China Three Gorges University)

[ Abstract]Objective : To explore the efficacy and safety of individualized selection of chemotherapy drug guided by excision repair
cross complement groupl (ERCC1) ,ribonucleotide reduc tase 1(RRM1) and tubulin beta 3(TUBB3) in patients with advanced non—
small cell lung cancer(NSCLC). Methods : Totally 47 cases of advanced NSCLC were divided into individualized chemotherapy treat—
ment group(group A) and control group (group B) according to histopathological tissue sufficient or not. In group A,mRNA levels of
ERCC1,RRM1 and TUBB3 were measured by branched DNA-liquid chip technique and chemotherapy regimen was formulated ac—
cording to the measured results. Group B were treated by gemcitabine plus cisplatin. Results ; Effective rate of group A was 63.2%,

significantly higher than that of group B(P<0.05). Disease control rates of group A and group B were 78.9% and 50.0% respectively
(P<0.05). Effective rate was significantly higher in patients treated by gemcitabine plus cisplatin in group A than in patients received
the same treatment in group B. Quality of life in both groups was improved significantly after treatment (P<0.05) than before treat—
ment, but there was no significant difference in improvement rate (P >0.05). There was no difference in adverse reactions between
both groups and all patients were well tolerated. Conclusions ; Determination of mRNA levels of ERCC1,RRM1 and TUBB3 by
branched DNA -liquid chip technique can guide individualized chemotherapy for advanced NSCLC and significantly improve
chemotherapy efficiency; however,further exploration of more effective individualized treatment plan is needed.
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CT R IESE AT nT (9 R kL5 s A2 W T b 51V 1A
R JRy R I sl L RS PR T R RE TR Whig R esinyr s 1k A
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T 3 AN CE A E IR AT, S =R AT AT
FEARZIR . Fo PR B U R 401 19 BB EVETRIT 4L (A
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Z AT AR Y 28 1R A R R (B 41, 2 4R
FG R 24 S RG22 L (P >0.05,% 1),
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J7RCPPA bR HY RECIST 1.0 J53 A 58 42 22 if (com—
plete remission, CR) | i 43 2% fift (partial remission,PR) 2 &
(stabledisease, SD) Fllif J& (progressive disease,PD), Lk CR+PR
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2 SIH G X (P<0.05) , A3 BRI FRTGE , A
M B HIRITHTIE PS WA R E R ILH 28 L (P>
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Tab.1 Patients’ clinical data

PSS (n, % )

FREAIZU 2 (n, % )

95348 Cn, % )

AL B R ) i ) =3 s e, v
A4l 19 547+118 5(263) 12(632) 2(105) 0 8(42.1) 11(57.9) 7(368) 12(632)
B4l 28 565140 7(250) 15(53.6) 6(21.4) 0 11(393)  17(60.7) 12(429) 16(57.1)
Y i 0.979 2 0.0324 0.1700

PAti 0.6129 0.846 7 0.680 1
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Tab.2 Comparison of PS score changes between two groups before and after treatment
PSS (A%, i)
axdil B (n) — IBITHTE PS TR R (n, % )
T IR e
A4 19 1(0~2) 3(0~3)" 13(68.4)
BZH 28 1(0~2) 3(0~3)" 17(60.7)
T a, AN BCK HLEE, P < 0.05
£3 2@FRRBLE(n,%)
Tab.3 Comparison of adverse reactions between two groups( n,% )
e, T I
o MRS THAbE FHoAth
I+1 +1v I+0 m+1v I+0 m+1v
AZ 7(36.8) 3(15.8) 5(26.3) 1(53) 2(10.5) 0
BZH 13(46.4) 4(14.3) 8(28.6) 2(7.1) 4(14.3) 0
X {5 0.302 5 0.2833 0.044 7
PAH 0.5823 0.594 5 0.8325

s M+ IV ™ BN RS2, 3 RO RS ™ AN RO Ty K, x°=3.505 1, P=0.061 2
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[# E]B8. B MAE A= & 2 (angiopoietin2 , AngZ)?':E R ZH 2 R 0k K H 5 IR B U i Bk 2R ; WER 2z X Ang2 K
PRGN B4 SGC—7901 IS4, 7755 : ] Western blot B Ang2 K II7E 10 1 B 402 K 10 1] 1F 3 15 2k 4H 41
W26k, F S e AL TE AN 53 (R A1 B 43 101 1) B e ZH 20 b Ang2 R P 9 363K 5 17 FH IR JB0 4R B e v s IR 10 S 50 5 Y
pEGFP-N1-anti Ang2 FEYLRAMNE IR BN E A0 SGC-7901, LAZS # /4 (pEGFP-N1) i YL 2 FIR i YL 20 A/ % R RT-PCR 2%
PEAALRTIM G YL J5 Ang2 FEPR K 85 (14638, MTT 2 ML ER ALY (flow cytometry , FCM) Kl 52 S Ang2 FEPR 5 Yexif 4 i A= 4
AAUMLIA T AR 5 A FH DR 3 2L AMARTE SRR U T, 6 L R i A5 Rl v 3o 32 A e 2 2 v F i 6 Bl i, SR
Ang2 T ATEIEH B B4 R AR LA  TEAR R EMY 00 15 i 21 40P 35 2 BH P 604 (F=166.76, P<0.000 1) ; RT-PCR M 5 e 21
PRI Ang2 FERFE YL TE Ang2 mRNA S Ang2 25 [0 35 , MTT 346 7% I S Ang2 H& [K % Y 20 41 i (A 0 444 5 i
I BAL T HABP L] (F=10.39,P=0.002 4) , FCM A {2 75 H36 40 A Fb R I AR T HAB BT 4] (x*=3 188.980 5, P<0.000 1) ;544
T Ang2 F PR (1) 5 e 4 e 33 3 L i P 4 I S kA2 [ 55 6 K (F=10.18, P=0.000 5) %f; 18 K (F=7.80,P=0.002 1)} 30
K (F=79.58,P<0.000 1)], I 2l 24 rp i 45 A ol i) £t BB PR A B R sl 256 1 8 (F=15.18,P<0.000 1) 26 2 Ji (F=3.50,P=
0.044 4) 5 3 JH (F=39.02,P<0.000 1)], £5i&. HEAHL T Ang2 (93RIE 5 59 I8 AR N B R 2858 1 % VA OG5 5 S Ang2
FEPR L YL 35t A N B AT SGC—7901 H Ang2 mRNA 2 Ang2 B AR Ml HARSME R S gt HA T 5 30 HAR S g i
e HHAE A8 A A B S A A
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