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Association between HLA-DRB1 alleles polymorphism and hepatocellular

carcinoma:a systematic review

Shi Zhipeng, Zhuang Han ,Zhang Dazhi , Zhow Zhi,Hu Peng,Ren Hong
(Department of Infections Disease ,the Second Alffiliated Hospital ,Chongqing Medical University)
[ Abstract]Objective ; To investigate the correlation between HLA-DRB1%07/12/15 and hepatocellular carcinoma (HCC). Methods
Articles were identified by electronic search in PubMed, EMBASE , Wanfang data, CNKI. Case—control study trials focusing on the
correlation of the risk of HLA-DRB1#07/12/15 with HCC were included. Effective data were extracted from the eligible studies. All
Meta analysis were performed by RevMan 5.0 software. ORs were used as effect indicators. Results : HLA-DRB1#12/15 increased the
risk of HCC in the whole populations[(OR=1.56,95%CI=1.12 to 2.17,P=0.009)/(OR=1.35,95%CI=1.03 to 1.77,P=0.03)] while
HLA-DRB1*07 didn’t correlated with the risk of HCC in the whole populations(OR=0.99,95%CI=0.46 to 2.14,P=0.97). Subgroup
analyzis suggested that;: HLA-DRB1*12/15 increased the risk of HCC in Asian populations[(OR=1.65,95%CI=1.17 to 2.32,P=0.004)
/(OR=1.55,95%CI=1.14 1o 2.11,P=0.006)],while HLA-DRB1*07 didn’t correlated with the risk of HCC in Asian populations sig
nificantly (OR=0.95,95%CI=0.26 to 3.50,P=0.94). Conclusion : HLA-DRB1*12/15 increases the risk of HCC while HLA-DRB1*07
doesn’t correlate with the risk of HCC.
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Tab.1 Characteristics of studies included in the meta analysis
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YN SCHR s 1) (% ) BN, n) i ) BIHL(N,n) i () HLAZESERE  FEHE A
(Bite) (B
Donaldson™ 2001 PEAEE 84(79/5) 55 124(-/-) I 07/12/15 PCR-SSOP
De Re!™ 2004 ERA 29(~/-) T 144(-/-) Jo 07/12/15 PCR-SSP
RN 2004 i 10(~/-) ¥ 50(30/20) 437129 07 PCR-SSP
Lopez—Vazquez'” 2004 PP 46(27/19) 62+8 48(19/29) 56+ 12 07/12/15 PCR-SSOP
AR 2005 [ 10(-/-) JG 50(20/30) G 12/15 PCR-SSP
Kummee!™ 2007 EE| 50(38/12) 575+ 142 100(68/32) 50.8 +13.9 12 PCR-SSP
El-Chennawil™ 2008 B 50(45/5) 51.16 +6.16 50(44/6) 48.88 +9.22 07/15 PCR-SSP
R Muligeiel 2009 S| 62(52/10) 53.58 50(29/21) 30.12 07/12/15 PCR-SSP
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Jin! 2012 i ] 36(-/-) JG 432(-/-) Jo 07/12/15 PCR-SBT
Chalub ™! 2013 ey 22(18/4) o 22(-/-) o 07/12/15 PCR-SSP
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ST Chi*=1.99,df=2(P=0.37) ; P=0%
JEy i daiiy 7=0.69(P=0.49)
St (9s5%ch) 90 417 122 1067  100.0% 1.56(1.12,2.17) <
ST Chi’=9.79,df=8(P=0.28) ; P=18% v + + 4
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Fig.2 Meta analysis of the association between HLA-DRB1%12 allele and HCC
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Test for subgroup differences Not dpph« “able HCCZ X HRZH

Fig.3 Meta—analysis forest plot of included studies on the association between HLA-DRB1%*15 allele and HCC
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Fig.4 Meta analysis of the association between HLA-DRB1*07 allele and HCC
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Fig.5 Funnel plot of HLA-DRB1*07 allele and HCC to explore
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