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[ Abstract)Objective . To describe the expression profile of circular RNA (circRNA) in human placental tissues, explore and identify
abnormal circRNAs in preeclampsia (PE) placental tissue and study its possible regulating network. Methods :RNA sequencing and
evaluation analysis in PE placental tissue and normal placental tissue were performed by high—throughput RNA sequencing technology,
DeSeq2 was used to analyze difference,and qRT-PCR was used to identify the analysis tissue. Bioinformatics was used to perform the
gene ontology (GO) analysis and the Kyoto encyclopedia of genes and genomes(KEGG) pathway analysis in the identified differential
circRNA. Results ; According to the sequencing results, 300 differentially expressed circRNAs were found in the severe PE placenta
when compared with the normal placenta,including 151 kinds of upregulated circRNAs and 149 kinds of downregulatedcircRNAs.
The qRT-PCR results showed that expression levels of hg38_circ_0014736(1.418 0 £0.106 5 vs. 1.044 0 £0.127 1,P=0.035)
and hsa_circ_0015382(0.895 8 +0.180 2 vs. 0.688 8 +0.025 3,P=0.025) were significantly higher in the PE placenta tissue;ex—
pression levels of hsa_circ_0007121(0.395 8 +0.200 4 vs. 1.301 0 +0.240 7,P=0.000) were significantly decreased in PE placenta
compared with normal placenta. Bioinformatics analysis revealed that those three circRNAs, predicted target miRNAs and target
gene might have a relationship with cell proliferation, response to hypoxia and post—transcriptional regulation. Conclusion ; Com—

pared with the normal placental tissue,abnormal expressive circRNA exists in the PE placental tissue. According to the bioinformatics,

those abnormal circRNAs may play a potential role in the
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pathogenesis of PE.
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#3 HATWIEXIH circRNA EAMER

SR circBase-ID Yefafk HLOR 2 g1 FC P

A hg38_circ_0009805 hsa_circ_0015382 1 176594523 176595595 5.68 0.000
hg38_circ_0017804 hsa_circ_0008674 5 65451474 65452918 2.95 0.004
hg38_circ_0008713 NA 19 42234352 42234678 2.35 0.030
hg38_circ_0014736 NA 3 133947255 133948971 4.11 0.008
hg38_circ_0012010 hsa_circ_0002369 21 32694227 32695282 2.21 0.034

T hg38_circ_0016173 hsa_circ_0007121 4 159238808 159241368 2.84 0.004
hg38_circ_0011704 hsa_circ_0060558 20 45902266 45902604 2.13 0.040
hg38_circ_0020077 hsa_circ_0006365 7 66286510 66286709 3.38 0.010
hg38_circ_0001154 hsa_circ_0007694 11 108267170 108267342 2.93 0.026
hg38_circ_0006760 hsa_circ_0002839 17 29451454 29451680 2.60 0.019
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3 3 R
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G AR Z cireRNA IR T RE ™ A2 520, 020
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