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[ Abstract)Objective . To screen key genes in the progression of bladder cancer(BC) and explore their biological effects,providing a
basis for finding potential therapeutic targets. Methods :The data of BC patients were retrieved from the GEO database. Differentially
expressed genes(DEGs) of muscular invasive bladder cancer(MIBC) and non-muscle invasive bladder cancer(NMIBC) were screened
by R software ; the cluster Profiler software package was used for DEGs function annotation and path analysis. The STRING online
database combined with Cytoscape software was used to analyze protein—protein interaction (PPI) network and screen central genes
and key templates. TCGA database of GEPIA online analysis tool was used for prognostic analysis and screening key genes. The

expression level of key genes was validated in Oncomine Tumor Database and imported into SPSS 22.0 for statistical analysis. The
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validation showed that five key genes of CXCLI2,ANXAS5,ACTA2,TAGLN and COL6A2 ,were significantly up-regulated in MIBC,
while PPARG was significantly down-regulated in MIBC (P<0.05). Conclusion ; Changes of biological effects of extracellular matrix,
MAPK pathway and six key genes(CXCL12,ANXA5,ACTA2,TAGLN,COL6A2 and PPARG) on tumor invasion may become potential

therapeutic targets to inhibit the progression of BC.
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