BERERKZFIR 2012 £5 37 55 11 #8 ( Journal of Chongging Medical University 2012.Vol.37 No.11) — 961 —

JERBWFSE  DOI:10.3969/.is5n.0253-3626.2012.11.008

Wt XN FU LR o R g R Bt P58

CHIRBERIRS 1. 58 R BEBe KRS0 RE ; 2. BHR R EE ek Rl S A 830011)

[ = )80 H PCR-X A SAEE (PCR-reverse dot blot, PCR-RDB) 4% A Hriiih XA FL kI8 B (Human papilloma virus—
es, HPV) HEATIE /0T o o AR SR 0L HPV S (IFRAS 335 451, 42 B HPV K 2H DNA, % PCR-RDB HR Y14 HPV Y
L1 SEFIFEAT /08 T HRORFIJE R B HPV (9B A B3R LU BCR FH 2 A, 45 R 335 Bl filbn A bk th HPV BHMEAR AR
10841, BHPER N 32.2% , 3446 H HPV16 .18 .33 .45 .56 .68 .6, 11 £ 66 3£ 9 FhIL[R AL Hit HPV16 18 £ 56 VR (KR YL 555 43
HEITEE RN HPV PSRN S fE R HPV (R S AR 2R B T R AR R Y, R AR BB IE | 5 15 31 ) A
TR 2503 (B 3 v HPV BH P SR AE AL HPV A H St 8 73 S0 8 2H R By S1BE 12 B 20 (P<0.05 ) , T il 45 4708 1) R
WS, HPV B3 A%, HPV (IR 19~36 4RI 2R, BEE AR IR 34 N HPV B G BRI 3, 254k  7EA L IX B3
AR R T HPV (/LA 5, i 5T PCR-RDB (R 431 0] g HPV B2 W7 IR 7 FIBE T H K

[ R883A ) N3 LS80 5 s PCR-J [ i 2% 58 5 IR

[ FEIEH S EENES | R446.69 [ STEkFRRERD ] A [ WFE 5 HA 12012-03-29

Genotype of human papilloma virus infection in Xinjiang
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[ Abstract]Objective : To investigate the genotypes of human papilloma viruses(HPV )in women with different gynecologic diseases in
Xinjiang by PCR-reverse dot blot(PCR-RDB). Methods ; Clinical specimens from 335 women with suspected symptoms of gynecologic
disorders were collected and HPV DNA (L1) was isolated and subjected to genotyping by PCR-RDB. HPV infection rates were cal—
culated and statistical analysis of x? test was performed to compare the HPV infection rates among different groups. Results:Totally
108 specimens were identified to be HPV positive and the posotive rate was 32.2%(108/335). Nine kinds of HPV genotypes(HPV 16,
18,33,45,56,68,6,11,66) were identified by PCR-RDB and HPV 16,18,56 had higher infection rates than other HPV genotypes.
Statistic analysis showed that patients with condyloma,cervical intraepithelial neoplasia II/Ill and cervical cancer had significantly
higher HPV positive rates and high—risk HPV infection rates than those with cervicitis or cervical erosion (P<0.05). Additionally,
HPV infection rates were decreased with the increasing of age. Conclusions:HPV infection is common in patients with different uter—
ine—cervical diseases in Xinjiang and HPV genotyping by PCR-RDB could provide epidemiological evidence for the diagnosis,treat—
ment and follow—up of HPV infection.
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Tab.1 HPV genotypes of patients with different cervical disorders
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Tab.2 HPV positives rates among patients with different cervical

disorders
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B 97 43 443 33(34.0)
EAEE R 165 74 44.8 60(36.3)
LR 49 41 83.6 40(81.6)
CIN I1/10 16 14 87.5 14(87.5)
B 8 8 100.0 8(100.0)
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Tab.3 HPV positive rates among patients with different ages

EIRALCEY ) RAPEEC BIEMC & HPVERMER (%)
19~25 37 61 98 37.8
26~36 58 104 162 358
37~47 10 47 57 17.5
48~51 3 15 18 16.7
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