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Role of ERCC1 and BRCA1 in prognosis of NSCLC patients receiving

postoperative adjuvant chemotherapy
YU Jingjing, ZHU Lanlan ,ZHANG Wei,BAI Wei
(Department of Respiratory ,the First Affiliated Hospital ,Nanchang University)

[ Abstract]Objective : To discuss the prognostic value of excision repair cross complementary gene 1(ERCC1) and breast cancer sus—
ceptibility gene 1(BRCAT1) in patients with non—small cell lung cancer(NSCLC) who received postoperative platinum-based chemother—

apy. Methods : Lung tissues of 80 patients who were eventually diagnosed as NSCLC and were treated by surgery between 2004 and
2008 were collected. Protein expressions of ERCC1 and BRCA1 in lung cancer tissues of 80 NSCLC cases and in adjacent normal
lung tissues of 20 cases were detcted by immunohistochemisty. All tissues came from patients with NSCLC who received at least two
cycles of platinum—based postoperative adjuvant chemotherapy. Relationships between expressions of two proteins with choice of
chemotherapy , disease—free survival (DFS)time and overall survival (OS) time were analyzed. Results ; DPositive expression rates of
ERCC1 and BRCA1 were significantly higher in lung cancer tissues than in adjuvant normal lung tissues with statistical differences
(P=0.036,P=0.041).Expressions of two proteins were not correlated with patients’ age,sex, clinical stages and pathological classifi—
cation. @Patients in lower ERCC1 expression group had longer DFS time and OS time than those in higher expression group (P=
0.004, P=0.032) ; similar conclusion was drawn concerning expressions of BRCA1(P=0.023,P=0.006). 3Patients with lower ERCC1
and BRCA1 expressions had longer DFS time and OS time than those with higher expressions. @Patients in lower ERCC1 and BRCA1
expression group benefited most from cisplatin—based chemotherapy. Conclusions ; ERCC1 and BRCA1 could effectively estimate

prognosis of NSCLC patients receiving postoperative adjuvant chemotherapy. Higher ERCC1 and BRCA1 expression may be predictior
of patients with NSCLC who have adverse outcomes after postoperative adjuvant chemotherapy.
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E 1 ERCCH Tﬂﬁirzﬁfﬂﬂhﬁ’lni%z( LDP,400 x )
Fig.1 High expressions of ERCC1 in lung cancer tissues
(LDP,400x )

2 ERCC1 #EREALRHEy{RF*RE (LDP,200 % )
Fig.2 Low expressions of ERCC1 in lung cancer tissues
(LDP,200x )
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Fig.3 High expressions of BRCA1 in lung cancer tissues
(LDP,400x% )
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Fig.4 Low expressions of BRCA1 in lung cancer tissues
(LDP,200x )
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Tab.1 Expressions of ERCC1 and BRCA1 in NSCLC and
tumor-adjacent tissues
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BRCAT1 and clinical characteristics of patients with NSCLC
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Tab.3 Correlation between expressions of ERCC1 and BRCA1
in NSCLC tissues(n )

ERCC1
BRCA1 —
= 2eik %3k
EES 29 20
Rk 20 40
2.4 ERCCI #= BRCA1 B A& L6 Bk b 12 A4k
A EHBETHERK

TEARMATTEH 80 Bl NH232 T S H25 25 i fbyv Jr
22 36 il N\ (45%) 152 T GP )%, 28 1l A (35%) 3%
T NP /4,16 Bl N (20%) 8252 T TP 14, 1E&n2efbyy
T EMR AT ERCC R iA 4 S IRER LA 1Y 0S 4301 K
18.50 4~ H 11 23.10 4~ H , DFS 4351 4 14.80 4~ A1 20.80 4~
H ARZFRIBAH B H RS (0S 1 DES) I A T s ik, H.
W 19 22 5 B2 3 L (P=0.001, P<0.001), & 5 ¥l 6;
BRCA1 5 fRFBLLAY 0S 205108 16.00 4~ H 1 22.00 1~ A,
DFS 43514 13.80 4~ A 1 17.00 4~ A, B 0] 4 22 Fb B A
Gt X (P<0.001,P=0.004), & 7 . [& 8; 4% GP %
R G T ERCCL i A AMIKH A 4LE DFS f1 0S A2
SIG i L (P=0.056,P=0.173) &l 11 .[&l 12, 7E4%3 NP
TR B FE T BRCAL BFAAMLFRIALLE 0S 2R
TGt & L (P=0.067), 18 13; 753552 TP T R B HE T,
ERCCI R IAHAIEFRIAATE DFS L R25 57 G245 X
(P=0.813), K 14,

1.0 —— ERCC1#3A
iRk
"

0.8 b
0.6

0.4 Lo

021 L W

0.0 4

SR AE R
—

000 1000 2000 3000  40.00
DFS(J)
B 5 ERCC1 RJFRik5 DFS X R Lk E
Fig.5 Graph of relationship between ERCC1 and DFS
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Fig.6 Graph of relationship between ERCC1 and OS
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Fig.7 Graph of relationship between BRCA1 and DFS
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Fig.8 Graph of relationship between BRCA1 and OS
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