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Expressions of fibroblast growth factor 19 and fibroblast growth factor receptor

4 in esophageal squamous carcinoma and their significances
FANG Ke ,ZHUANG Jianliang,SU Zijian,PAN Qunxiong
(Department of Surgical Oncology ,the First Affiliated Quanzhou Hospital , Fujian Medical University)

[ Abstract ]Objective . To investigate the expressions of fibroblast growth factor 19 (FGF19) and fibroblast growth factor receptor 4
(FGFR4) in esophageal squamous carcinoma and normal esophageal tissues and their correlation. Methods ; Immunohistochemical
method was used to detect the FGF19 and FGFR4 protein expressions in 34 postoperative pathological specimens of esophageal squa—
mous carcinoma in patients in our hospital from 2009-2012 and normal esophageal tissues. Statistics analysis was made after the de—
tection. Results :FGF19 and FGFR4 expressions were high in esophageal squamous carcinoma(P=0.000,P=0.000). There was a posi—
tive linear correlation between expressions of FGFR4 and FGF19 and lymph node metastasis(r,=0.401,P=0.019;r,=0.404,P=0.018)
and pathological stage (r,=0.495,P=0.003;r,=0.439,P=0.009) in esophageal squamous carcinoma. Expressions of FGFR4 and FGF19
were in a positive linear correlation in the disease. Conclusions . FGF19 and FGFR4 proteins are correlated with esophageal squamous
carcinoma and they participate in the process of invasion and metastasis.

[Key words ]fibroblast growth factor 19;fibroblast growth factor receptor 4;esophageal carcinomassquamous carcinomasinvasion and
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Tab.1 Information of reagents
R FLHE yies EilR=2 U
FGF19 ik 500 wg MAB969 EPR0212021 IAEHREE ;25 pg/ml
FGFR4 $ifk 100 pg MAB6852 KHY0207011 TAEWE .25 pg/ml
SP gt & 6 ml HBT-3035 1075827A 1432
DAB iR & 3ml HBT-3032 12171A06 k14325
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Fig.3 Expressions of FGFR4 in esophageal squamous
carcinoma tissues ( SP,400 x )
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Fig.4 Expressions of FGFR4 in normal esophageal tissues
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Tab.3 Results of linear regression between FGF19 expressions
and pathological parameters in esophageal squamous carcinoma
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Tab.4 Spearman rank correlation analysis between FGF19
expressions and pathological parameters in esophageal
squamous carcinoma
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Tab.5 Result of linear regression between FGFR4 expressions
and pathological parameters in esophageal squamous carcinoma
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Tab.6 Spearman rank correlation analysis between FGFR4
expressions and pathological parameters in esophageal
squamous carcinoma
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Tab.7 Spearman rank correlation analysis between FGF19 and

FGFR4 expressions in esophageal squamous carcinoma
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