— 1048 — BERERKZER 2013 £5 38 H5 9 #1 ( Journal of Chongqing Medical University 2013.Vol.38 No.9 )

WATWISE M AMESE  DOIL: 10.11699/¢yxh20130920
o1 H DN FL S o S e D 4 o 2 ) A

il] ‘b—%l 9$ 5%29%—?;- "&1
(1. REZEAFA MNERAGIR, B 650111;2. BT ELERAGTFR BB 650051)

[ = )B8Y. 98 AFL )8 (human papilloma viruses, HPV ) 1£ 2 b L X PR B G R 0 M o A B =~ Rt X HPV i
TR AR . 773% 38 P P4 B R o H AR X 5 376 etk AT 21 Fh HPV 23 BUAGHI , S8t HPV 78 = R X ()
JEYL R AR HPV R H ), G558 . (1)HPV USSRy 12.8%,21 PR AUKG H 20 Fb | Hoh 2A— RIS R A 10.4%,2 FIIR
BIR N 1.8%,3 BN LL FIRG YRR 0.6% ; (2)HPV52 16 BUSEYL R w WL, Hk o HPVS8 53 33 .18, i 6 A HPV J&iL
BRI 65.4%; (3) T G HPV 1E<25 % 26~35 % 36~45 % =46 B I IYBIRMEIR N 7.4% 13.2% 11.6% 10.3%,
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Epidemiological investigation on human papilloma virus infection
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[ Abstract ] Objective : To investigate the infection condition and distribution regularity of human papilloma viruses (HPV) in Yunnan
province and to provide references for epidemiologic studies of HPV in this district. Methods ;Totally 5 376 female subjects were de—
tected using flow—through hybridization and gene chip technique for HPV genotyping. Infection rate of HPV and the proportion of
different HPV subtypes in Yunnan province were counted. Results ; (1)Total infection rate of HPV was 12.8% with 20 out of 21 HPV
genotypes being detected. Infection rate of single genotype was 10.4% ,of two genotypes was 1.8% and of three or more than three
genotypes was 0.6%. (2)The most common HPV genotypes were HPV52 and HPV16,followed by HPV58,53,33 and HPV18. Infec—
tion of all of these 6 HPV genotypes accounted for 65.4% of the total infection. (3)Infection rates of high risk HPV genotypes in the
age groups of <25,26-35,36-45 and =46 were 7.4% ,13.2% ,11.6% and 10.3% respectively,with statistical differences between
groups (x*=15.33,P<0.01). Infection rates of low risk HPV genotypes in the age groups mentioned above were 1.2%,2.5%,2.2% and
1.3% respectively, without statistical differences between groups ( x*=6.44,P >0.05). Conclusions : HPV infection rate in Yunnan
province is lower than the average level of China with single genotype infection being the most common. HPV52 and HPV16 are
the high risk HPV genotypes and CP8304,HPV11,HPV6 are the low risk HPV genotypes. Infection rate of each HPV genotype is as—
sociated with age. Results obtained in this study can provide thoretical evidence for the prevention and treatment of cervical cancer.
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31.33.35.39.45.51.,52.53.56.58.59.66.68),6 F Ik 1z !
(6.11.,42 .43 44 CP8304), FRRAEAR™ A% 1 UL 134T,
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JH SPSS 12.0 et AT 2400010 x> KA A
[FIAFIS L [ ASIR] HPV SR 225 . P<0.05 A ST

2.1 21 A% HPV & 3| & 4 64 oA 45 42

211 MUBGLER ERRKGRY 5 376 FIREA R LA 1 HPY FH
P 688 14, YL Ay 12.8%, B FYURHH 558 11(10.4%)
2 BB A RL % 98 11 (1.8%) ,3 B M L IR A e 32 1)
(0.6%) .,

2,12 HPV £ MBI YL fF 21 Ff HPV JE R B 1) o B
HPV43 RURKG AN oAy 20 RS AR, 15 B fE
EF P 627 ) JRUL AR 11.7% 85 10 350 L B Tp R
J G 79.3%, 2R Y 20.7%, 5 BUEAE R B PE 105 1)
(Z R Y 25 WA PSR 0T R Rl 2.0%
FEfE AL, HPV52(2.86%) HPV16(2.68% ) il HPVS8(1.69%)

12 Fik 3 RUH UL IR AE 2 LA CP8304 (0.8% ) AT HPVI11(0.71%) .
DNA $2H0 PCR §" 3471 HPV 43 RURG I 34 5% FH A% 401 HPV6(0.52%)3 BIH WL.(K 1),
&1 HPV BEEEF 57 (45])
Tab.1 Distribution of HPV infection genotypes( n )
AL (%) SRR
HPV I X ) 3R KDL ke

<25 26~35 36~45 =46 R ERY 2RI A R - (n=5376)

16 13 53 56 22 101 32 11 144(2.68)
18 2 28 18 8 41 14 1 56(1.04)
31 1 10 14 3 19 7 2 28(0.52)
33 1 25 22 9 25 19 13 57(1.06)
35 0 3 0 1 2 1 1 4(0.07)
39 1 11 10 5 14 10 3 27(0.50)
45 2 6 3 3 8 4 2 14(0.26)
51 2 5 9 6 15 3 4 22(0.41)
52 7 69 54 24 116 27 11 154(2.86)
53 7 27 20 10 33 20 11 64(1.19)
56 0 4 7 3 11 2 1 14(0.26)
58 8 35 34 14 62 18 11 91(1.69)
59 0 2 5 3 4 3 3 10(0.19)
66 3 12 6 0 11 7 3 21(0.39)
68 1 20 21 3 27 11 7 45(0.84)

6 1 11 11 5 15 5 8 28(0.52)

11 1 18 15 4 24 8 6 38(0.71)
42 0 0 1 0 0 0 1 1(0.02)
43 0 0 0 0 0 0 0 0(0.00)
44 2 1 1 0 2 1 1 4(0.07)
cp8304 2 19 18 4 26 12 5 43(0.8)
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Tab.2 Distribution of high-risk genotype of HPV infection
HPV 5] 52 16 58 53 33 18 31 39 51 66 45 56 59 35
BIEL(n) 154 144 91 64 57 56 28 27 22 21 14 14 10 4

B3R (%) 2050 1920 12.10 850  7.60  7.50

3.70 3.60 290 2.80 1.90 1.90 1.30  0.50

%3 HPV RERHERD
Tab.3 Age distribution of HPV infection

FEE AL (. % )

AR ZHTNEL o = A it HPVIEYR (% )*
<25 516 35(6.8) 3(0.6) 3(0.6) 41 7.9
26~35 1923 231(12.0) 25(1.3) 23(1.2) 279 145
36~45 2037 224(10.9) 33(1.6) 12(0.6) 269 13.2
=46 900 87(9.7) 6(0.7) 6(0.7) 99 11.0
At 5376 577(10.7) 67(1.3) 44(0.8) 688 12.8

7 :a, ¥’=18.84,P=0.000

2.1.3 HPV Sfa ARG MR W 2, FER LT
HgYL | L HPV52(20.50% ) \HPV16(19.20% ) Fi1 HPV58
(12.10%) R 3,3 3 THY 214K 50.80%

2.1.4 HPV IBULAERS /A A 4RI B R0) o S L 2%
3. EfE HPV 7E<25 % 26~35 % 36~45 % =46 H4EH:
ZH 1R YL AR RN 6.8% .12.0% 11.0% 9.7% , 20 [A] FL A 2% F-
H Y78 X (y*=12.91,P=0.005) , KfER HPV TE4AFE R4
FER YRR N 0.6% .1.3% . 1.6%F11 0.7% , 21 0] He 422 570
et L (=6.67,P=0.083) ., mfG/RAGIR A REA AR 41
A YL RARIN 0.6% . 1.2% 0.6%F1 0.7% , A1) L4 22 5700
it L (¢=5.31,P=0.150),

2.1.5 HPV SfEAMLfEIRGBYLR  RmfEMALE LR A
R 44 ) 5 RIR AR 33.8% , 1y v 1 LR 86 i
d7 R A YY) 66.2% , IR G R & LB AL AR &
e 2R BT HPV IR ARG LI R fE AUy 3 R G ARy,
m R T 95 FORFI4LA, L HPV16.,33 A4/ 4 (104))
HAZ IR ) HPV16.,52(8 14]) ,HPV58 53(7 #4i]) ,HPV33 |
52(7 1) ,HPV16.58(6 14]) ,HPV68 .58 (6 i) ,HPV52 .CP8304
(5 %) ,HPV16 .53(5 i) ,HPV52 .6(5 i) ,HPV16 . 18(4f]) .
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B #U Pl T DA 2 280 O Lot A
(55 2 KM, LU LRI E 2 o F AT
SEWFIRUESE , R R fe HPV B CIN K g i
PRSPt R H g it AR HPY
YL 22.1% , Wk 8.1% , M- YH8.09%H , [l PNy 255 456
W5 R T E I % HPVIEYL R 16.1% , A5 45
R BIR = FHB X YR 12.8% KT 4 [FEKF- X
A RE AN [R] R 8845 15 55 22 59 sOR I Jr v AR [ i
RAY

HPV BB A A X 25 55, ANR R 3 X, AN TR
B HEEIRATHY HPV B JS AR, Clifford SEO%F
11 ANEZIE 13 MK 15 613 4 08 Sk A8 id 4o rh
HPV 1 J& G SR A7 3 B, WU 1l DX 7 #2551 53 A7 LA
HPV16 .31 .18 3, WP HLIX L HPV16 18 334
F R EHIX L HPV16 .58 18 S, ZSBEAG0R 1E
HPV52 58 WU 7E |- 5 #0098 A8 5 b i FH S 3
42.5% , FEEG T HBIX. 52 58 VAL R YL A AL
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B BoRTERE AR 16,18 52,58 3133 M WL
PR AR E5 R R . ~p HLIX HPV52 (16 2
YR L, Lkl HPVS8.53 .33 .18, L6 FITHPY
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AL B SR B

Wi S HRIE S {H A T X ) HPV e i i
TE 34 % Z T ,35~44 % AF I ALY HPV JE L Rl 2
RAAG, BRI 9 3th X 4D H B i X AR 2 HPV e R
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HEARIF I8 85 A [ AR 4 HPV 5 A5 BB YL R i A 7
Gt T, S5 R BN EAN FAR R 4L HPY & fa Al
YRR 5 A, Horf ) <25 5 4L R
A% (6.8%),26~35 % 4 (12.0% )ik B g5l Z J5 /1
WRRAEATG | 2 SRl e 0 A1, 5 A M A% 0 SR
AL, 45155 R S B A 4% A 21 1 A A AR B X —
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TIRAEG Y 4.7% (e 2k E) 6 ANRARYY) £
AR A R E DL S AR A R O
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