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Progress in the relationship between miR-130a/b and tumor
Lyu Juan,Song Xin
(Department of Cancer Biotherapy Center ,the Third Affiliated Hospital of Kunming Medical University)

[ Abstract ]Objective . To review the progress in the relationship between miR—130, miR—130b and tumor. Methods : Literatures pub—
lished between January 1993 to December 2013 in Pubmed and CNKI data—base were searched using ‘microRNA, miR—130a,
miR-130b and tumor’ as key words. Retrieval criteria; I )the progress of microRNA in tumor research;2)miR—130a;3)miR-130b;4)
tumor. A total of 47 articles were included. Results;miR—130a and miR-130b were two highly homologous microRNAs, which regulated
the expression of target genes through translational repression or mRNA degradation. The aberrant expression of miR-130a/b were in—
volved in proliferation, apoptosis, metastasis and drug resistance of various tumor cells. Conclusions ;miR-130a/b can act as oncogenes
or tumor suppressors relating to the initiation and development of tumors,which may provide new perspective for the treatment of mul-
tidrug resistance in tumors.
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miR-130 ZEAHE miR-130a F1 miR—-130b, 4+ 547 T4~
R EA L, miR-130a EA TREAMK 11ql2.1 I, T3
K AP000662.4 1 N % F IN ;miR —130b & i T 4+ {4 {4k
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Tab.1 Expression of miR-130a and miR-130b in cancer
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EE2Y e - [ [36]
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[N - (LIS [26]
FE K./ [14-15]
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5T & BN, miR—130a 5 B T BE AT AR 1) S A= 77 (over—
all survival,08)74 5, miR-130a & 25415 A 0S H 26.6 1
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R A 2 ) 23k U 0 8 T AR R 1 s W At g e Ah
fRi <15 miR-130b 5 5 959 A bk 45 5% B4 AH DG U7 i e 4t
7 miR—130a/b A3 8 A A W IIRa 5 B8 RN F3 5 0V FE b i)

miRNA 35 55 5 R Mg (L2 )i B A OC . DNA H
FAb SR (G 2 E IR 1 —Fh B2 )7 20, R 2 T IX. CpG 5511
1o A2 230 miRNA YUER, 0 7L BRI miR-130a iK%
ik, BRI miR-130b IKFRIAE S H CpG & ik A
X, R T E 51 miRNA, BFFE &I, miR-130b 258
AR p53 1Y—PHIEEN 575 AY p53 A1 T miR-130b 13
FFEEE, TN E miR—130b 7525 P R840 A (1 e 1504,
Su 2P KB p63 A 1 AR -FRPE N i G X A%
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i 45 S 3 AR 14932 I, miR—130a/b 1450 55 P % 40 4k 4R 18
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AH 5 55 I F 3 (runt-related transcription factor 3, RUNX3),
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3.1 miR-130a/b #4942 55 4E A
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T, HAEAE RSN I S DI L IR 40 T, ERa J2& miR-
130a AYHIEEH 2 — 7F HBV BYBEIL T, miR-130a 7R/
YR HepG2.2.15 A FIE T RE, RULHISS T miR-130a X
ERa (3RIFE R, S50 ERa b3, M fR b A8 2 22,

miR-130b KM P iR ek , B B S50 P s B miR -
130b J v /N He X IR A3k /1N 30% ., 33235 miR-130b AT LA
0 ) L PR 2o SR A ) 1 B R VTG 22 48 y (peroxisome pro—
liferator activated receptor vy, PPARy) , 513 T 7 41 it 5 201 A1
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H Ak K 1B (transforming growth factor-B, TGF-B )i/ %
B BRI PE T, BEAE , miR-130b 75—F 5 PR i 2Rk
IMHIHERIR G AN3CA AR A RE T T 1%, i 3k miR-
130b Bl BRI FE P DICER 1 AE W 8 ¢ I 5 4 i 26 11 il
(matrix metalloproteinase, MMP)-2 FI MMP-9 {335, miR-
130 JE 3 41 FE KL R A R I T dicor ] (DICER1) , -85 |
Sz —[] 5T 4k (epithelial-mesenchymal transition, EMT) #H ¢ 25
23k 55, W vimentin ,N—cadherin  Twist 1 Snai i3 ik,
E—cadherin {RFEA% , e fdf 5 B A0 M (22 68 1 51, LA
R R 44U R 2R Y miR-130b @A R R
TR h R A A

# 2 PhEF miR-130a.miR-130b KSR F
Tab.2 Validated targets of miR—130a and miR-130b in cancer

miRNA - BN 4R =
fAIFR ik
miR-  XIAP X-linked inhibitor of apoptosis [44]
130a  HOXAS  homeobox A5 [45]
RUNX3  runt-related transcription factor 3 [21]
CCN3 calponin 3, acidic [5]
PTEN phosphatase and tensin homolog [27]
M-CSF  colony stimulating factor 1 (macrophage) [40]
ER a estrogen receptor type alpha [23]
MET met proto—oncogene [25]
DICER1  dicer 1,ribonuclease type Il [35]
ATG2B  autophagy related 2B [35]
miR- RUNX3  runt-related transcription factor 3 [22]
130b CCN3 calponin 3, acidic [5]
DICER1  dicer 1,ribonuclease type [l [15]
ZEB1 zinc—finger E—box binding homeobox 1 [14]
CSF-1 colony stimulating factor 1(macrophage) [19]
GR-« glucocorticoid receptor alpha [28]

TP53INP1 tumor protein p53 inducible nuclear protein 1 [46-47]

3.2 miR-130a/b #3758 VE A

TE R R L I 2Rk, miR—130a 78 M ip AT DL A 454
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Fh Ik B H T A Z R L MET s, 3%
% miR=130a ATHRFEVEN] T MET, FETREAE miR-221 1 miR-
222 (W3R, PN 4E i I SR B0 IR A0 DG 10 R 7375 T e 44
TRAIL (U 175 5 IR A ga 7= [RIAs, b fi 13k & Blad
ik miR-130a & ,NSCLC 4l 5 iR /e 7 W W 32 4t

Zhao ZEPBF 5% % ¥ miR—130b 76 I th L35k | 1h 3%
5 miR-130b Ji7 MTT S35 o 0 1) 2 it 34 48 P Sk 32 2040 ), 4R

SRR SE B IE S 258 miR—130b 2Ry A mihe b —
ST P STATS J& miR—130b R0 DR | HAE J i 28 41
Pk, B miR-130b (R R HAHIE LI miR-
130b A g = 40 [ /5 1 T STAT3 T $ 0 i 4 B B

5 1 3CHERNE) miR-130b {2315 P IR 240 1R 22 RO
LML, Dong S5 % 3] miR—130b 7T~ £5 P IR h & 3540
T, BARMLH R . A8 R p53 sl ad 454 FHAMHl miR-130b
1Ja s, fff miR-130b 23k F B, th 51 HE miR-130b Y58
P ZEB1 5335, YEMT -7 Snai ,Bmi-1 FIFE(E E-cadherin,
FECTE N A R R GRRE S R, AR, 2 AR R pS3
BT L JE miR-130b F ik R0 H 75 P9 B A0 5 F2
K miR—130b 7515 P 20 21h Gk | K IDIBE TS B
RmiR-130b 152351 B EAFHT R K, miR-130b BEAT L
PR 5T IS 55 8%, SORT LAF R L4682 | 3t Al miR—
130b 7EFFy PR (1 38 3 5 B ELAA I (RO PRI A 6
3.3 miR-130a/b *4L57 &t 25 64 % vl

A7 I B AT IR i R B — AR, R 4
XA 22 e R T 2 e R BT R I R 2 — i
S (R 2 AL AR5 B2 2%, Q24 S HE A PR T 55 R 2 )
A0S AR S T miR—130a/b 18 it 38 1 00 B3R 4% Hp (14 O I
W, 25 T Mg A2

ABC FEE I —A ATP AR AR b5 5 4 i B A R
W, AR 2 A A R H SRR
R 252554 1 (multidrug resistance 1,MDR1 )% il P-
i F1 (P—glycoprotein, P—gp) 5 Z 4 TH G IIAIC . Yang 5527
R IR NLER Tt 24 1) B9 S 9 41 L & SKOV3/CIS H' miR-130a
ik, 1] miR-130a AY3RIAAE N 1% MDR1 mRNA 1 P—gp
HEHFRE, NI 251, B, miR-130a I AE#E TS Y
PR ABC F iz (R 30T Ay FR 25, A, 3 5 #8 p J f
FEHE RUNX3, FiH Wnt/B—catenin {5 58 &M, miR—130a
Z 5T @R Huh7 XPBERHET, 6] miR-130a (93
TRINI T A3 i 200 i R SR i 2 2

Bl 2 i8R (glucocorticoid , GC) I {2 W FH T 1L &R 40 %
PEIRE, WS GCIRYT 2 &M B, SR, GC IR ARt
HAZ I GR-adk BHEMEH . IF5E & B miR-130b ££XT GC i
A2 KB R AR PRk, M GR-a /& miR-130b/HY
— AL 1 ik miR—-130b EREAR GR-a 23K, 1)k
GCIEFIAMIRT:, 2 M-8R AIE R GC M2y,
LR miR-130b ] LUl T IEZG P80 /- AR 25, Yang
SERGIN S miR-130b 76 I 25 1) N S AN R P Rk T
Kt AF5T B miR—130b 33 58 ) £ F - E w4 A5 v i i A
“F(colony stimulatory factor, CFS—1)Z15 B LIg T 2 , 1 CFS-
1 A 25 BB A RER AT

Z5 L TAR , miR-130a/b ££ Z R0 IR vh 535 223k @ a1k
FHFARR 0 PR 52 ek e 2% A R JR& A Jir g v R 4
Sl (R (A VR, LA R i 245 TR A I 9t mT LA Ry 22 S it
251 R RAET LA L SR, X miR-130a/b FEFIHLEI A
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[# ZE ] RNAs(microRNAs, miRs) J&—Z3E4ihS/ N 54 RNA , FEAE R ACE AR ik, iE
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Advance of colorectal cancer’ molecular diagnostic biomarkers—circulating
free miRs
Yang Dezhi', Tang Shifu®, Liu Manran?
(1. Department of Pathology ,the Third Affiliated Hospital ,Guangxi University of Chinese Medicine ;
2. Key Laboratory of Diagnostic Medicine Founded by Ministry of Education ,Department of Laboratory Medicine ,

Chongqing Medical University)

[ Abstract ]MicroRNAs (miRs) are noncoding small RNAs, being single strand in the mature form,which negatively regulate gene ex—
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pression at the translational level. Recent studies have showed
that circulating free miRs will probably play an important role
in diagnosing colorectal cancer (CRC). CRC patients have a
specific expression profile of circulating free miRs,among which

miR-18a,miR-21,miR-29a, and miR-92a have a potential di—
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