— 1090 — BERERKZFIR 2014 F£5 39 E5 8 #5 ( Journal of Chongging Medical University 2014.Vol.39 No.8 )

LRI 52
KBS N M AE T/ RNA S IAE M RKIN
FAE 2 By
PR AN S S SRR

(1. FERER MBS —ERIREL, T 400016;2. THREERREME ¥ ERRIERL, T 401331;
3. HRBF2= R g S SE0 %, K 400016)

DOLI: 10.13406/j.cnki.cyxh.000324

[# ZE)HB .5/ RNA (MicroRNA ) 76 BRUA S0 AR LA h 9 2238 , 704 HE 5 18 N B2 2B K LT (vascular endothelial
growth factor, VEGF) Ifil & 42 W5 5 6 8] AR G | 2835 MicroRNA TEA IRZH A= A TR ag1E . ik SR SR SD K
SR IR A AR 164 LAN MicroRNA S, SR A EARIC 5 IR Ok i KRR 5 500 R 4238 X RaR s i 4 Ak AT
ST, SER . W25 H 5K MictoRNA 2 16 4, Hodh 3 10 4™, T 6 4~ BIE [ #% MicroRNA A5 :miR-142 miR-146 .miR-
21.miR-223 .miR-214 .miR-199 .miR-483 .miR-322 .miR-126 miR-1224; & T4 #Y4 miR-30e .miR-101 .miR-184 miR-
200c . miR-200b .miR-204, 15 VEGF {5538 % YA G )4 :miR-142 miR-146 .miR-21 .miR-223 .miR-199 miR-322
miR-200 . miR-30e . miR-204 . miR-1224 . i# i 3Z , miR-142 miR-200 Fl miR-322 5 VEGF MK E AR, 4518 : miR-142

miR-200 Fl miR-322 £ K B BEGHTE M ASRR th 22 53858 83 H Y5 VEGE {5538 B3 UIAE G,

[ S48 1A A 1A 5 Sy RNA DR Fe 5 4 P je AR R TR

[FES%S]R772.2 [ SCEEARARED ) A [ 7S B #A )2014-01-24

{E&Z 4B : £7%57%, Email ; 4359446@qq.com,
B G  16) « A B AR A R
B{51E& : 144 Email ; zhoushanbi@aliyun.com ,
EEWB: X7 EFAFTR AR A (%5 :2013-1-033),
5% H AR http://www.cnki.net/kems/doi/10.13406/).cnki.cyxb.000324.html

R SRR I RS IR PR A5 a5, 6 el o
e AR AL e, 25 BR80T 5 SR MHTAT BRXS L
JEE FIIE N LT I AL, B RO RN B 1
G TEMEEERN [ 38 ok = 4k DT RO ug P E— 2D 1 ik
EXTRCRE, RORERE 1 A0 00 JIEE IR JEE PTG 14 40 i %
BT BRI R AS W, ASCR Tk
FHRT T S8 B — B 1 9 505 T R RS ZRAT B4 1Y
SESRASCR X RS A 72 DX ) 344 5 AR [ A d
Fo ZINEAMUGE M TIEH IRE RIS, RIAEE T
FAAERR RIS I R

2 % x #

[1] Patton N,Aslam TM,Macgillivray T, et al.Retinal image analysis:
concepls, applications and potential[J].Progress in Retinal and Eye Re-
search,2006,25(1):99-127.

[2] Polli R, Valli G.An algorithm for real-time vessel enhancement and
detection[J].Computer Methods Programs Biomedical ,1997,52(1):1—-
22.

[3] Lin TS,Zheng YB.Adaptive image enhancement for retinal blood
vessel segmentation[J].Electronics Letters,2002,38(19):1090-1091.
[4] Manniesing R, Viergever MA | Niessen W].Vessel enhancing diffu—
sion;a scale space representation of vessel structures|[J].Medical Image
Analysis, 2006, 10(6) : 815-825.
[5] Feng P,Pan Y,Wei B,et al.Enhancing retinal image by the con—
tourlet transform([J].Pattern Recognition Letters,2007,28(4):516-522.
[6] Chen J,Tie J,Tang Z, et al.Retinal vessel enhancement and extrac—
tion based on directional field[J].Journal of X—Ray Science and Tech—
nology,2008,16(3):189-201.
(71 XU, Bk SEIET Gabor BRI SIS 1 L I B P 154
SRJTIE)]OCH O, 2010,21(2) : 318-322.
[8] BB EUG AR CHolh) R A3 i IM].2 AL BT I AR R 2 i
#1:,2005:413-417.
91 # 4,4 W.CLAHE RN HORANSS & iR 5 R 3R 7
) E G AAR, 2011, 16(4) :522-527.
[10] Chaudhuri S, Chatterjee S,Katz N, et al.Detection of blood vessels
in retinal images using two—dimensional matched filters[J].IEEE Trans—
actions on Medical Imaging, 1989,8(3):263-269.
[11] Mohammed AR, Munib Q,Mohammed A.An improved matched fil—
ter for blood vessel detection of digital retinal images[J].Computers in
Biology and Medicine,2007,37(2):262-267.

(AL KB R)



BERERKZFIR 2014 F£5 39 £ 5 8 #5 ( Journal of Chongqing Medical University 2014.Vol.39 No.8 ) — 1091 —

Correlation between microRNA expression profiles and VEGF of corneal

neovascularization in rats
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[ Abstract]Objective : To study differential microRNAs(miRNAs) expression profiles in rat corneal neovascularization(CNV) using mi—
croarrays, to establish the potential link between microRNAs and vascular endothelial growth factor(VEGF) signaling pathways and to
investigate the function of neovascularization in corneal limbus. Methods ; Corneal neovascular model in rats was constructed by corneal
stitch. The LAN microarrays were selected and samples were labeled and hybridized with microarray. The results of LAN microarrays
were analyzed. Results ; Sixteen miRNAs were predicted to target emcee of CNV including 10 miRNAs expressing as up-regulation
and 6 miRNAs expressing as down—regulation. The miRNAs expressing as up—regulation included miR-142 , miR-146, miR-21,
miR-223 , miR-214 , miR-199, miR—483 ,miR-322 ,miR-126 and miR-1224. The miRNAs expressing as down-regulation included
miR-30e,miR—101,miR-184 ,miR-200c,miR-200b and miR-204. The miRNAs correlated significantly with VEGF included miR-
142, miR-146,miR-21,miR-223 , miR-199, miR-322 ,miR-200, miR-30e,miR-204, miR-1224. miR-142 miR-200 and miR-322
correlated most with VEGF. Conclusion ; Differential expression of miR-142 miR-200 and miR-322 in the rat model of corneal neo—

vascularization is closely associated with VEGF signaling pathway.
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