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[ Abstract]Objective : To discuss the effect of concomitant application of small interfering RNA (siRNA) after targeted resection of lung
resistance protein(LRP) and Buzhongyiqitang serum on the human lung adenocarcinoma drug-resistant cell-line A549/DDP. Methods
The siRNAs which had the same sequences of LRP gene were designed and synthesized,then the human lung adenocarcinoma
drug-resistant cell-line A549/DPP was transected with transfection reagent. The experimental cells were grouped into control group,
Buzhongyigitang serum group,siRNA—processed group and Buzhongyiqitang plus siRNA-processed group. RT-PCR was applied to de—
termine the mRNA expression of LRP. Western blot and immunocytochemical method were adopted to determine the protein expres—
sion of LRP. Results . Protein and mRNA expression of LRP in Buzhongxigitang serum group,siRNA group and Buzhongyiqitang plus
siRNA—processed group was decreased significantly compared with that in control group(P<0.05). Conclusion : Both Buzhongyiqitang
serum and siRNA serve effectively in decreasing protein expression of LRP,and Buzhongyigitang serum combined siRNA show syner—

gistic effect.
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mRNA 1 3 NAFRAL, 51 9)F 512 LRPL FiES 4.5 -
GATCCGCAACTGAAGAGTTCATCATTCAAGAGATGATGAA-
CTCTTCAGTTGCTTTTTTA-3’ ,LRP1 Nii#5|¥.5" ~AGCTTA-
AAAAAGCAACTGAAGAGTTCATCATCTCTTGAATGATGAA —
CTCTTCAGTTGCG-3" ;LRP2 #5147 :5° ~GATCCGCAGG -
ACAATGAGAGGGTATTCAAGAGATACCCTCTCATTGTCCTG
CTTTTTTA-3" ,LRP2 #5149 :5’ ~AGCTTAAAAAAGCAG-
GACAATGAGAGGGTATCTCTTGAATACCCTCTCATTGTCCT -
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5 SEE AT 28 X HRAL ORFL YY) siRNAT 41 siRNA2 41 |
siRNA3 A #h s A & 25 75 +siRNA 4 . B4 3 MR AL,
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Y3 LRP L7514 5" ~GACACTTTGCCAAGGCTCTC -
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Fig. 1 mRNA expression of LRP after transfection
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Fig. 2 mRNA expression of LRP detected by RT-PCR
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RS EHMBA  169.40 +53.60  16294.204  0.000
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Fig.3 Expression of LRP detected by immunohistochemical
method ( 400 x )
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Fig.4 Expression of LRP in each group detected by Western blot
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b ZRCRTE] sIRNA AL BRSSO L, #h P 25507
TS M siRNA 2 B R B A BAE T, Rl
FEB UM EER . A nl 0L, i 35S0 3 2510
T AVERIBL AT BE S UUER LRP Ji5 , M T 4% 5 7] 2
W ZGWFIZ IREA O, ASBIFFR 45 2R AT Ryl R0 e
il Ji i 22 20 2, 1 E S B IA YT O RIS 2
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