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Proteome analysis of renal allograft acute rejection in rats

Chen Gang,Wu Xiaohou
(Department of Urology ,the First Affiliated Hospital of Chongging Medical University)
[ Abstract]Objective : To analyze changes of protein expression in rat transplant kidney by proteomics technique and to search and
identify differential expression proteins which are related with acute rejection. Methods : All transplant rats were divided into two
groups: experimental group(F344—Lewis) and control group(F344—F344). Rat models of allogene renal transplantation were estab—
lished respectively and allograft specimens were obtained on 7 d post the transplantation. Total proteins of rat transplant renal tissues
were separated by two—dimensional gel electrophoresis (2-DE). Differential expression proteins were analyzed and then identified by
matrix—assisted laser desorption ionization—time of flight mass spectrometry(MALDI-TOF-MS). Results ; Averages protein spots in ex—
perimental group and control group were 554.0 + 34.0 and 542.0 + 21.0 respectively. Compared with those in control group,37 dif-
ferentially expressed proteins were screened in experimental group,of which 29 were identified by peptide mass fingerprint and 6
were founded by bioinformatics in SwissProt data base. Conclusion ;Six differential expression proteins which may correlate with acute
rejection of renal allograft are identified by comparative proteomics and might become possible biological marker of acute rejection of
renal allograft.
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Fig.1 2-DE image of experimental group on 7 d

post the operation

— -~
e
ok o -
-
s TA
L
L
. e
se
L st okl

B2 XRARSE7JdEBNEEKEE
Fig.2 2-DE image of control group on 7 d post the operation
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Tab.1

Different protein expression of experimental group post the transplantation

Fs S PR NCBI#E #4374k (D) LR AR (%)  ZREIORKFE  EABTE
1 Tropomyosin beta chain 500450 32931 4.66 23 5.09 63
2 Protein disulfide—isomerase A3 29468 57 044 5.88 36 3.53 120
3 ADP-ribosylation factor 5 79117 20 631 6.30 48 4.54 62
4 Alpha—1-antiproteinase 24648 46278 5.70 25 341 77
5 cyclin—dependent kinase 6 114483 36939 6.00 29 -4.74 53
6 NIMA-related kinase2 819641 35094 6.30 31 -5.29 70
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