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[ Abstract]Objective . To investigate the correlation between the susceptibility of rs1372525 and rs3822086 polymorphisms of o -
synuclein gene (SNCA ) and Parkinson’s disease in Xinjiang. Methods ;A case—control study was conducted to collect the peripheral
blood of 225 outpatients with Parkinson’s disease from the Affiliated Hospitals of Xinjiang Medical University and 231 healthy sub-
jects matched with age,gender and place of birth. The patients were divided as the case group and the control group. The peripheral
blood of two groups of participants were collected,and the polymorphism of SNCA rs1372525 and rs3822086 loci were analyzed by
deoxyribonucleic acid(DNA) amplification and polymerase chain reaction(PCR). Results.The SNCA rs1372525 loci of the case group
and the control group were respectively detected in 161 and 164 cases of AA type,54 and 61 cases of AG type,and 10 and 6 cases
of GG type. The frequency of allele A was 83.6% and 84.2% respectively, and the frequency of allele G was 16.4% and 15.8%.
There was no significant difference in the distribution frequency of genotypes and alleles between the case group and the control
group (P>0.05). There were 47 and 73 cases of CC type, 115 and 113 cases of CT type and 63 and 45 cases of TT type detected at
rs3822086 locus in case group and control group,respectively. The frequency of allele C was 46.4% and 56.1% ,and the frequency
of allele T was 53.6% and 43.9%,respectively. There was no significant difference in rs3822086 CC genotype and allele C between
the two groups(P>0.05). However, there were significant differences in the distribution frequency of CT and TT genotypes and allele
T between the two groups(P<0.05). Conclusion ; There is no correlation between SNCA rs1372525 locus polymorphism and the inci—
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A 4 £ 5% (Parkinson’s disease , PD) /& —Fh4E
TR NREIE SRS TR 2R 1 TR
T 50 X i rp 2 AR AT 570 AR T £
2040 4EAEREHIE A 1 420 J7 A1, PD M ELAYIE
R GE LR B LA R T A R R A L) K
A B G 432 Bl R R A B R AN — I A R
B AWER AR IE BRI A (AR S RIS SRR, 3
BFAETR R B B, (1500 PD AL
1z SRR th T R TR R ) 2 L RE A £ T
RANRIAE o=l & F (a—synuclein, a—syn ) [1] %
WK (Lewy body, LB) i B A FIF £ PD (155
WATE R, BERR R R g M Z ]
A9 AH BAE R0 o 2t g 32 D 3R, H st
L PRI JEH 2 B R 22 S AL T 4 2 A
B IR (genome-wide association studies,
GWAS) ™, E 22 28 45 PD XU AH G &
R fi 32 ik KR HCA 13 A5 PD A7 7E n] BEAH SC MY
e B D, I T W ) 2 4 I T Al i A (gluco—
cerebrosidase gene, GBA ) & 55 % IR T 4 2 FEPH
(leucine-rich repeat kinase 2, LRRK2) .a—ZR filli%
12 A (a—synuclein gene, SNCA ) G 45 & -Tautk
15 A (microtubule—associated protein tau, MA PT)%
N PD A KA KL FE A, SNCA S22 — ik
M5 PD AHSCHEOR R 7 T AZE 4 SYEK T
it a—synl 78 PD 1 & Az & JE A A T Z ALY
YER ., W98 KR SNCA 12736990 15356220 137 1
S R Ry N PDAHSCORAPT IR -, T AE v
RAHEF N PD HH GG KR 21, SNCA 13822086
AL A HE TR R CHE PD AR [ELAHE PD h &
TRAF AR SCHER I A 2 H 2 MyhreRIMAEHFFE
IIH SNCA 151372525 Z 4515 PD By BEH6, K
$00 5 A 7 B L X A PD R H SNCA 11372525
rs3822086 SF(L A Z SN B = | th TR 23
PR 5E  52 i X PR MM 55 22 Fh D 3R 52
Wil , LA BF S 4R SNCA 11372525 15382208655
L 22 A5 R 9B M DX A <5 B =[] R AR G

1 #MR5HE

L1 W ARFHbE

BEHE 2018 4F 12 A & 2020 4F 3 A s ER R F#45HHE
BE 51 118 B AL B BB FESEM PD 2H 2 3L 225 4 I AR LE4F
W PET SR A FREE A T 5 HORH DG A (]300 X6 e 2 fi A

5 231 1, AW AbRE: DB T I B RRHIE S 52k [
W 48 AR IR NG P8 i RS Wb vEAR A2 102, 0 i 2 44 Al 24T
DL BB HE2 R PD, @FTICEERY PD I RS
BEERE 58 PD ARG & 20F 03 . HERRARIE : ORETE &
A I LA 259 R ik A3 S5 S R 3R T Y
MAARREF B HE R F AN PD A ARSI AR SRR
AR, QRO A A # BT , WU R |
ML CIIRE RN D) e w0 55 . AR WFSE S8 aod i
BERLR 2720 IR B B AR B 1 25 VF ] i 2 5 E %
FEHERES,
1.2 BFR T %
1.2.1 DNA 280 REZS5HFIKIL 2 mL, P HE T
5 2 DU 1% (ethylene diamine tetra acetic acid, EDTA)
PUBERE T 5 H BEAEWHOR (AU R0 A7 FRZ R 956 DNA
FEIRH &, F2H DNA FFARAFET-80 CUKAFEIRAE , %5 ] .
122 5I¥eBct- S5 e M S S E AR Y80 5 (National
Center for Biotechnology Information,NCBI) A9 GenBank £k
SNCA SEHF7 5 fdiH Primer Premier 5.0 #4111 PCR 514
A € P8 5 B FE L1 Sangon Biotech Co., Ltd &5 |4
(1),

#z 1 SNCArs1372525 rs3822086 & s EE K% PCR 5|4

(= SIMFEN(5-3") PCRy" ¥ B /bp

13822086 F:TGGCATGCAGATGCTGAAGAT 571
R:ATGACAGGGCCACCTGAGTT

rs1372525 F:GGTGAGGCTGGTCAATGAAGT 310
R:TGGTAGCAGTGTGACAAGCG

123 PCRYH PCR WA F A% 10 x PCR Buffer(Mg*
plus)3 wL, BW#5 4 1.5 pL, FliE514 1.5 pL, dNTP Mixture
(2.5 mmol/L.)3 plL,Takara TaqTM Polymerase(5 U/nL)0.3 pl,
DNA #ifg 1 pL, BB /K ZE 30 wL, PCR SN FESE[E ABI
AT PCRALES H AT AR TS5 Verity 96well, 3734
SR WTEE 95 C 5 min, 95 “CAEHE 30 5,60 Cil
K30 5,72 CHER 60 s, [IALIRFTE R AFI 35 K, S
.95 CAEME 30 5,59 CiRk 30 s, 72°CIEA 45 5, R & 35 4
PR 85 =20 A7 T 4 CUKAR . 19 PCR P INeE 10 pL
2% B IEHHEE RS (Amersco) 11, fli ] Gene Genius %1 15
I (HIEE Syngene FTy=) WAL,
124 DNAUJF  PCR “# M 10 ul, Z 4L L Sangon
Biotech Co. Ltd, 5% FH ELEEI T 15Kl 2 5% PCR ™41 B
14 By 41
1.3 “itzam

JW. | GraphPad Prism 5.0 ( GraphPad Software Inc.,San
Diego, CA, USA) FAFHEATGE 125 017, A7 S IE S 40 A (1
T ORE, AR = BRI ZE (v £ 5) 37, 2L IA] HL AR A0 ST A
A ¢ R THECSOR AR A L ST S FR A o 191 20 R R
ZHPET] S R A A5 SRR LU R R O ke s ok
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JH SHEsis #4: (R ik 4 http://analysis.bio—x.cn/myAnalysis.
php.)#4T Hardy—Weinberg -k 35 , 30 UEAF AR RN | I30F
TP B 3 BTG RGBT 5 s T U IR T R 4k F
XF 45 SNPs A FEAT S8 HAE I 73T, TSR S0 A AR ) HEAf 2
(testing balanced accuracy , TBA ) FIEE SEHIE—EPE (cross—val -
idation consistency,CVC), K5 K «=0.05,

2.1 — AR S A

AWERILLE 225 5 PD S35, Firp PR 114 ), Lotk
BE ), ZRRAER 42~82 % 3 KR 4E I (63.50 +
10.40) % . XFWAZH 2 5848 231 ), Hoh B ¢k 123 ) &bk
108 17, HAERE 4345 Ry 40~79 2 SEH4ENA (61.59 £9.76) %
PRI AR A A 2 AP 22 G 2E 8 L (P>0.05) .
2.2 Hardy—Weinberg “F-##3

X2 42 5 SEE R 5341 #F4T Hardy—Weinberg -6
B S5 REW] SNCA 1rs3822086 ,rs1372525 {7 55, 3 R U ity Wi 5%
HS WA 2R G #E L (P>0.05), i 2 4%
HE¥EA —ABABAG T BA, BA B IRREERE
(£2),
2.3 SNCA KR % X547
2.3.1 PCR §"3 51 DNA MFP4h R SNCA 2 2 iS4
PCR 4" 3 J5 2 KNS5 00 | B, H A5 0 BRI (8 23 7l
571 bp.310 bp([&l 1), £ DNA JllJ¥ SNCA rs1372525 137 15,0
5 AA AG . GG % 3 FhLH AL | T 1s3822086 13 »5. CC.CT,
TT 55 3 PRI, PRSI R rhali 7L Hlg Rl T4
FEUER (F 2)
2.3.2 AN A I PR IR0 A4 3 KA A3 A 5 4 AR 1 5%
Pl PD A 5 XL SNCA 1s1372525 a7 543 515 AA
161,164 9], AG #Y 54 61 1], GG 5 10 .6 5], ZEA FE P A
FRIATR ST 1M 83.6%F11 84.2% , Z-(i [N G AR Ny 16.4%F
15.8% 3 A0 5, PD 2045 %) HE 20 35 PR A J A7 FE R A A AR 2
[H)2ZE TG 127 L (P>0.05) , PD 41551 RZH rs3822086 fif
A3 54 cC AU 47 73 4, CT & 115,113 6, TT % 63 .45
), S FE R C ORI Ny 46.4% 56.1% 2 LA T By iR
N 53.6% . 43.9% , 7] L% 5 1s3822086 CC LR B FI45 {07 Ak

C 78 2 4RI 22 55 RG24 3L (P>0.05) ; CTTT 2 Ffi ik
DR Y R SV IR T B 43 A AR TE 2 A2 (Al 22 8 Be i
X (P<0.05)(F3),

bp

M 1 2 3 4 5 6 7 8
2 000
1OOO.

A. 151372525(310 bp)

2 3456 78 910

B. rs3822086(571 bp)

El1 PCR™#4RE

CTAAAGTAAAAAATTCGATAGTCAAGCTGGG CTAAAGTAAAAAATTCGATAGTCAAGCTGGG

/\‘]\p\/l |

i A'MM |

A. 153822086 CC 7Y B. rs3822086 CT %!

CTAXAGTAAAAMATT T GATACTCALGCTGGE ACGTGL ATGAGACTTAGGTCTCAATCALG

b iodh

D. rs1372525 AA B

CGTGG AT GAG ccr GGTCTCAATCAAG|

P_W /\

F.1s1372525 GG #Y

ACGTGGATGAGACTTAGGTCTCAATCAAG|
1

E. 1s1372525 AF ﬂ‘

B 2 rs3822086.rs1372525 fiL s il &

% 2 Hardy-Weinberg F#&#&5&

- — XTHEZH (n=231) R4 (n=225)
SHUN it X a Pl SEbr Tt X 1a PAE
11372525 AA 164 163.77 0.013 0.908 161 157.08 3.609 0.057
AG 61 61.47 54 61.83
GG 6 5.77 10 6.08
13822086 cC 73 72.60 0.012 0.915 47 48.53 0.169 0.681
CT 113 113.80 115 111.93
TT 45 44.60 63 64.53
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%3 PD 5314 rs3822086.rs1372525 fir A EE A4
S5&MERMELE
YRR I (n=
(n=231) 225)

OR{H.(95%CI) P{H

151372525
AA 164(71.0) 161(71.6) 1.000
AG 61(264)  54(24.0) 0.902(0.589~1.381) 0.634
GG 6(2.6)  10(44)  1.698(0.603~4.782) 0311
A 389(84.2) 376(83.6) 1.000
G 73(15.8)  74(164) 1.049(0.737~1.493) 0.792
153822086
cc 73(31.6)  47(20.9) 1.000
CT  113(489) 115(51.1) 1.581(1.009~2.477) 0.045
T 45(195)  63(28.0) 2.174(1.280~3.694) 0.004
C 259(56.1)  209(46.4) 1.000
T 203(43.9) 241(53.6) 1471(1.133~1.910) 0.004

2.4 SNCA rs1372525 rs3822086 4 % 151k 57 & 397 %
5 PD # £ B

WA 3 iR, DAESA T 250D )> 0.7 HiSWibriiE,
X SNCA [ 3R 7 f8 HEA T EE DA 43T, B W a5 22 [1]
AEGRIVEYA TR (D =0.801) , #E— L FASEATL 34T,
2~ SNP v i 345 A-C A-T .G-C G-T % 4 PHLAEAM L
A-C FAASIARIAE PD ZH M54 (32.4% ) /N T3 BR2H (40.9% ),
W 2 8] 22 T8 Gi o L (P<0.05) . G-C BAAE A AR 55 ]
HRIATR (14.1%) T AT IRZL (15.1%) , i35 Z I8 22 5 e 4 1
ZERSL(P>0.05) o A-T HAEART PD ZH S (51.2% ) KFXT
M2H (43.3%) , A A G2 L (P<0.05) . G-T HAERITE 2
HHIRFNT 3%, FEBEAEST (R 4)

— 181372525 -
v 153822086 -

3 % SNP f mBIZEH A FEHRIEER

*4 PDESXIHZ SNCA rs1372525-rs3822086 B {S{EFILL ik

PR XA i ORTH.(95%CI) P
(n=231)  (n=225)
X1/X2
A-C 0.409 0.324  0.706(0.538~0.927) 0.012
A-T 0.433 0.512 1.429(1.099~1.858) 0.008
G-C 0.151 0.141  0.939(0.650~1.358)  0.739
G-T 0.007 0.024 - -

2.5 SNCA rs1372525 rs3822086 1% & A B X A 547
Wid GMDR 45T rs1372525 il 1s3822086 1 i 31738
HAERSHT, 455 e IR R 2 R A R I A i
L(P>0.05) (% 5),
®5 SNCArs1372525,rs3822086 fir & £ [F 35 B 1% F1E A

. i
e R

153822086 0.5512 10/10 0.054 7

rs1372525 x 153822086 0.5245 10/10 0.1719

303 i

LA, GWAS XF 45 56 PD FIH A &2 22 4 &
ey st AL T oE H 423 2 2 B a2 ki
ATREL 10 5 BIE N JRE . GWAS T & 19 PD 5 it
HEE 24 ef  SNCA W] R PD AYAST fE S I ZE M, o
syn 1€ PD B 2 ALl Hh S SCHEAE T, A OG5 4
T o—syn PR EEFERRE , HAE P20 NIE 1A B2 1Y
FRMFREN, LA LB, HATH M a-
syn VAT T 250X PD o BA2¥7 Ir Zvh i cf Ay
Iz — R I SNCA AL S PD &
S LI 2 AR IG5 1T B A I SR I F B4k 2R el

AHIFGE BT USCEE (R0 31 21 5 X6 HR A A PR =2
] Y 22 S eG4 3 L, i 25 #4546 Hardy -
Weinberg #7500, 15 B HAT BRI, 248 PCRY™
14 DNA P40 gnt 2 412 5% SNCA rs1372525 .
153822086 i ;S AT Z AT, Horh 151372525 i
RMAS AA AG GG 45 3 FhBE Y, % 3 Fot 56 PR 7Y
TE PD 2 FXT R 2 0 40 2 00l o AA B T19% |
71.6% ,AG %I 26.4% 24% ,GG B! 2.6% 4.4% , HAEA
B A G TE 2 HRES R A (84.2% 83.6%),
G(15.8% ,16.4%) , 3 R Y e 45 2 5 2 Al (A AH L35,
SNCA 151372525 {7 15 45 F PR J 8 (37 FE PRl B A0 3R 2
b)) 22 S G 24 X (P>0.05) , % &% 5 5 PD
GYIEPETCC , 5 S I o & T s o 2 5 — 5,
SNCA 13822086 i ;5175 CC CT.TT 5§ 3 Fft 5 [
Y I FE R S FEPRIAE PD 25550 B2 b (g 4 %
k1 CC # 31.6% 30.9% ,CT # 48.9% 51.1% ,TT #I
19.5% .28.8% , i 3K C ISR H 56.1% 46.4%
SR ER T SRy 43.9% 53.6%, CT . TT K%
FEENHE T 7F 2 A2 (A 22 58 Goit2# i 3 LAY
AR CC IERBIVE S ] 2 15 535 1s3822086
DL PEAT HORS , 2878 1Y CT 224 TRIRAS Y TT 44
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F ] BN & A= PD A RUES: (OR =1.581, P»,=0.045;
OR=2.174,Py=0.004) ; ¥ BFAE L) C S0 L RAE R
S8 RAZR) T BRI n] 86 PD & A 1) XU
(OR=1.471,P,=0.004) , 51 rs3822086 1/ 5 &4k
5 PD By BYERI G, SNCA 3R 5 22 [ FEAE 4%
55 3 BN (D =0.801) | E— 25 BARE AR AL 23 Hr
Hrp G-C BAHRTIAE PD 4 (950 54 T % B 2H v
HII A (AP 2 ) 25 5 RS # 5 L G-T Huf
RIE 2 PR/ NT 3% e AVES BT, A-C
AR RITE PD ZH BA58 INTHE T R A0 4% H
HZ 2 5H G2 L (0R=0.706,P=0.012) , %
& A-C HASIRRILE PD KA K o 7 ke 3] —
PRAP PR TR AT FEARPD KUES /R ;1 A-T
BAAEARTUAE PD ZH A A3 T X R % PR
Z B2 55 A T L (OR=1.429,P=0.008) , 1}
W] A-T FAEARAI AT GEE ] — A faks R ER , AT
K PD RS o NS Ak, B RTBTBCR
LN 7 A A0 ik R RN 35 PR 22 (] A 5 i)
{85 SR 7191 BRI RE A% 1 A 0 A 3 R 5 L PR 1R 32
HAE I 22800 e R R sl S48 5 B L A
B N AWFFE I IR 55, 2 Fhag BAE A
BRI R Y rs3822086 AEAUFIH R rs 1372525 x
153822086 HiHUAE PD £ AIXf MR 4l i) 22 ¥ o ge it
SERE N, R 2 MR AR HARALS PD By TO

AR EER SRR 45 A AR ] (A A
A REH I — LA B s LG, R IR AT RE S DL
JUA IR G . PD 2 — 2 M MR I R 2B AF
FHFTTE B 2 s , Z R IR R e PD 1 &
AT H PD AR B AH SCBE PR T AN BRI FE SNCA X
— IR I, 5 AT — Y A T
EZ LB RE AL PN DO A SE | P A VS S i
WF5E, e ith PD B A Bl DN A 284 AT BT R
@ TARPRHE AL MER RS 5K

2 % X M
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