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Screening blood genetic biomarkers of patients with mild cognitive
impairment based on weighted gene co-expression network

analysis and support vector machine modeling
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[ Abstract ]Objective : To analyze the expression profile of peripheral blood of patients with mild cognitive impairment(MCI) and search
for genetic biomarkers of MCL. Methods:The expression profile data of GSE63063 was downloaded from GEO database. Weighted gene
co—expression network analysis (WGCNA) was used to identify the co—expression modules related to MCI. Functional enrichment
analysis was performed on the most significant module. Then,the protein—protein interaction (PPI) network of the module was
constructed by STRING database,and the Hub genes in the network were identified to establish the diagnosis model of MCI which

was established based on the support vector machine(SVM). Finally,the receiver operating characteristic(ROC) analysis was carried
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analysis,9 co—expression modules related to MCI were found
and brown module had the strongest correlation with MCI. The
top 15 Hub genes of each module were screened out by MCC

algorithm ,among which Hub gene of brown module had the
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highest diagnosis ability,and the area under the ROC curve in
the training set and the verification set was 0.864 and 0.789
respectively. Conclusion ; Hub gene of brown module can be
potential biomarkers for diagnosis of MCL
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