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Initial study of distinct expression of serum proteins of patients with renal
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[ Abstract]Objective : To explore changes in serum protein expression between patients with renal carcinoma and the healthy people so
as to screen out and construct diagnostic model of renal carcinoma in Xinjiang. Methods; Weak cation exchange and hydrophobic
surface protein chip (CM10) and surface—enhanced laser desorption ionization time of flight mass spectrometry (SELDI-TOF-MS)
were used to detect the serum protein. Serum specimens from 40 renal carcinoma patients and 44 healthy controls were analyzed in
order to screen out the serum differentially expressing proteins of renal carcinoma and to construct renal carcinoma diagnostic model.
Results . Significantly differences were existed between healthy controls and renal carcinoma patients with renal carcinoma(P<0.05).
Total ten protein peaks(mass to charge ratio(M/Z) being 5 914,5 940,8 087,8 155,5 949,8 067,5 986,5 346,15 946 and 6 116)
were all high—expressed in patients with renal carcinoma and all of them were low—expressed in healthy controls. After cross validation,
diagnostic model was composed and established by the above ten proteins. Specificity and sensitivity were 93.18%(41/44) and 92.50%
(37/40). Conclusion : Bioinformatics software analysis combined with SELDI-TOF-MS is effective in looking for biomarkers of
renal carcinoma. Patients with renal carcinoma and healthy controls in Xinjaing can be accurately distinguished by constitutive sensi—
tive diagnostic model. Four(M/Z 5 914,5 940,8 067,6 116) protein peaks may be B—amyloid protein,human B-defensin, ProGRP
and metallothionein.
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Tab.1 High-expressed serum protein in renal carcinoma group

0 Bl TR HEZH Pia
(M/Z) (x+s) (x=s) ( Wilconxon )
5914 9938.22+3571.44 6111.99 +3976.83 0.000
5940 1301.46 +611.83 765.60 + 510.66 0.000
8 087 964.25 + 1 164.33 500.56 + 456.01 0.001
8 155 599.20 + 534.40 353.92 +241.09 0.001
5949 781.20 +262.84 513.27 +309.63 0.000
8067 929.58 +1047.86  479.72 +391.13 0.001
5986 550.54 +226.59 367.00 +£219.20 0.000
5346 523.84 + 629.65 262.67 +321.15 0.005

15946 4856.36 +3691.89 1730.62 +3310.26 0.000
6116 481.92 +200.63 336.53 £216.59 0.002
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